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An ni was omitted from Equation 6. The correct equation is as shown below:
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This correction note may be found online at DOI: 10.1371/journal.pcbi.0020028.
Published March 31, 2006.
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The URL provided for the GPCR model database in the published article is no longer active. The database is now located
at http://cssb.biology.gatech.edu/skolnick/files/gpcr/gpcr.html.

This correction note may be found online at DOI: 10.1371/journal.pcbi.0020029.
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