Table 2: Summary of the discriminating features selected by SVM-RFE:
	Feature
	RNA-binding vs. non-RNA binding
	RNA-binding vs. non-RNA binding largest patches

	
	T-test
	F-test
	T-test
	F-test

	Molecular weight
	2.7E-07
	8.5E-02
	9.8E-08
	8.8E-01

	Protein surface accessibility
	4.9E-03
	8.2E-01
	5.2E-05
	2.7E-09

	Patch potential
	5.5E-15
	8.5E-15
	2.2E-01
	2.3E-07

	Patch surface accessibility
	1.9E-21
	1.9E-13
	3.0E-01
	2.7E-09

	Quadrupole
	2.5E-02
	1.7E-07
	NA
	NA

	Dipole
	2.0E-10
	1.5E-31
	8.5E-02
	5.5E-12

	Patch size
	1.3E-19
	1.8E-17
	1.9E-01
	1.0E-08

	Number of atoms in largest positive patch
	8.6E-08
	1.8E-03
	4.8E-01
	6.6E-02

	Patch surface overlap
	4.6E-28
	5.7E-09
	6.1E-04
	5.8E-05

	Number of atoms in the negative patch
	4.4E-03
	7.1E-11
	3.4E-04
	1.0E-07

	Size of largest cleft
	NA
	NA
	1.5E-02
	6.4E-01


P-values are given for the T and F statistics for the two different classifiers: RBPs vs. NNBP (left) and RBPs vs. NNBPs with large patch (right). Bold numbers represent statistically significant results, where the Bonferroni correction was applied for multiple testing. NA denotes that the parameter was not selected by the RFE procedure for the specific classifier, and thus statistical analysis was not applied.
