Table S2 - Four sets of recognition preferences. Counts
Count table of amino acids-nucleotide interactions at position 6 of the a-helix

Gly | AlajVva | lle |Leu| Phe| Trp | Tyr | Met | Cys| Thr | Ser | GIn | Asn| Glu | Asp | His | Arg | Lys | Pro
A | 169|263 |311|162 |18 | 07 | 0.7 | 077 | 271 | 1.7 |2266| 3.18 | 958 | 17.7 | 3.22 | 1.64 | 3.62 | 571 | 2846 0.7
C|071]081|071[073|097 | 27 | 07 | 271|194 | 25 | 986 | 503 | 336 | 57 |1246|10.77| 1.7 | 6.11 | 9.09 | 0.7
G | 0.71 |237.29| 489 | 298 | 389 | 0.7 | 0.7 |1261| 63 | 0.9 [53.75(2856| 945 | 47 | 507 | 1.73 | 6.73 |491.15/170.77| 0.7
T | 257 |2781| 472 | 778 | 281 | 1.7 | 0.7 | 385 | 7.72 | 0.7 |1507| 646 | 754 | 57 | 1.26 | 1.84 | 3.7 |14.88|48.97| 2.7
Count table of amino acids-nucleotide interactions at position 3 of the a-helix
Gly | AlajVa | lle |Leu| Phe | Trp | Tyr | Met | Cys | Thr | Ser | GIn | Asn | Glu | Asp | His | Arg | Lys | Pro
A |073|071|121 071|085 | 07 | 0.7 | 1.65| 1.73 | 1.7 | 645 | 58 | 11.1 | 7474|5878 | 0.73 | 8556 | 14.41| 484 | 0.7
C | 166|126 | 167 | 07 | 071 | 27 | 0.7 | 458 | 241 | 1.7 | 2.96 | 481 |13.26| 9.04 [223.91| 1357 |15.94| 098 | 1.27 | 0.7
G |075| 124|717 | 072|557 | 07 | 0.7 | 231|071 | 0.7 | 118 | 7.86 | 2.91 | 14.77 | 8.65 | 0.74 |483.21|67.81|63.57| 0.7
T |071|1162| 626 | 766 | 73 | 1.7 | 0.7 | 474|361 | 0.7 | 7.85 | 547 | 7.75 | 7.5 |48.08| 0.77 | 16.06 | 13.12| 826 | 2.7
Count table of amino acids-nucleotide interactions at position 2 of the a-helix
Gly | AlajVa | lle | Leu| Phe | Trp | Tyr | Met | Cys | Thr | Ser | GIn | Asn | Glu | Asp | His | Arg | Lys | Pro
A | 221|114|074| 07 | 07 | 071 | 0.7 | 381 | 17 | 17 | 396 |36.41| 851 |17.74| 3.28 |3364| 3.72 | 471 | 3.7 | 0.76
C | 581 |2489| 1.05 | 0.7 | 0.7 [4328| 0.7 |2157| 1.7 | 17 | 17 |89.81| 277 | 6.71 | 13.82 |642.83| 2.45 | 0.76 | 0.77 | 1.28
G |09 075|135 | 07 | 07 | 07|07 |09 ]| 07| 07 | 07 |11625 2.76 | 569 | 224 | 769 | 9.8 |4571|29.63| 3.02
T | 497 |1416| 624 | 67 | 27 | 171 | 07 | 798| 27 | 0.7 | 443 |3313| 379 | 572 | 6.1 | 848 | 41 |1097| 477 | 3.17
Count table of amino acids-nucleotide interactions at position -1 relatively to the a-helix
Gly | AlajVva | lle |Leu| Phe | Trp | Tyr [ Met | Cys| Thr | Ser | GIn | Asn| Glu | Asp | His | Arg | Lys | Pro
A| 07| 07|07 ]| 07 [318]| 07 | 163|234 | 1.7 | 17 |16.73| 6.25 [22.79|1852| 95 | 225 | 3.46 | 35.33|24.64| 0.7
C| 07| 16| 07| 07 |08 | 27 | 07 |463| 1.7 | 1.7 | 66 | 3.78 | 083 | 579 | 29.9 | 1267 | 4.67 |18.03| 26.3 | 0.7
G |073|071| 07 | 07 [ 077 | 07 | 075|082 | 07 | 0.7 | 935 |1291|19.16| 482 | 1.34 | 1.19 | 856 |699.73/184.07| 0.7
T | 07 |966| 37 | 67 [3952| 1.7 | 071|379 | 27 | 0.7 | 11.3 | 3.95 | 13.92| 586 | 2.89 | 1.34 | 429 | 44.03|24.14| 2.7
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