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Table S1: Large-scale protein-protein interaction data sets from IntAct [1] ∆
	Dataset
	Organism
	Method
	Number of pair interactions

	Ito (2001) [2]
	Saccharomyces cerevisiae
	Y2H
	4524

	Uetz (2000) [3]
	Saccharomyces cerevisiae
	Y2H
	1495

	Ho (2002) [4]
	Saccharomyces cerevisiae
	MS
	29098

	Gavin (2002) [5]
	Saccharomyces cerevisiae
	TAP
	19254

	
	
	
	

	Giot (2003) [6]
	Drosophila melanogaster
	Y2H
	20667

	Stanyon (2004) [7]
	Drosophila melanogaster
	Y2H
	1615

	Formstecher (2005) [8]
	Drosophila melanogaster
	Y2H
	1674

	
	
	
	

	Li (2004) [9]
	Caenorhabditis elegans
	Y2H
	4037

	
	
	
	

	Bouwmeester (2004) [10]
	Homo sapiens
	TAP + others
	1670


∆
Numbers as taken unfiltered directly from IntAct [1].
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