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Weak sites with score below the threshold are marked by 'w'.
Homologous genes and groups of genes are marked by matching colors.
Genome abbreviations are described in Figure 1.

Rhizobiaceae, Mesorhizobiaceae, Bartonellaceae, Brucellales (7 out of 8 species)

Bradyrhizobiaceae 3 5( out of species)

Rhodobacteraceae 9 12( out of species)

Other -proteobacteria 1 12� ( out of species)
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Supplementary Figure S2.


