Figure S1

A) Multiple alignment of 139 unique sof partial alleles aligned using ClustalW
1 50 100 150 200 250 300 350 400 450 500 550 GO0 650
| | 1 | 1 | | | 1 | |

B) Multiple alignment of 139 unique sof partial alleles aligned using MAFTT

1 50 100 150 200 250 300 350 400 450 500 550 600 650 700 750 800 85
I 1 | | 1 1 | I ) | 1 1 |

L TR LRSS

C) Multiple alignment of 139 unique sof partial alleles aligned using MUSCLE
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D) Multiple alignment of 41 unique pbp2x partial alleles aligned using ClustalW

1 50 100 150 2o 250 300 350 400 450 500 550 600 650 700 750

800 850 300 950 1000 1050 1100 1150 1200 1250 1300 1350 1400 1450 1500 1550




