
 
 

Frame/Codon 
Position 

SS SN NS NN Stop 

1 3.6 0.7 61.7 25.4 8.5 

2 0 0 4.0 87.2 8.8 F0 

3 0 65.3 0 25.6 9.1 

1 0 0 4.0 88.2 7.8 

2 0 65.3 0 25.6 9.1 F1 

3 3.6 0.7 61.0 25.1 9.6 

 

Table S1. Proportion of substitution types (in %) in each codon position of F0 and F1 
averaged over all possible nucleotide contexts.  


