
De novo predictions of localization of gene expression confirmed by
published experiments

Table 4: Functional unit mat2pep: procephalic ectoderm primordium && cellular blastoderm &&
maternal

Gene Prediction Expression Reference
name Rank
bnb 14 St.59; blastoderm ubiquitous. Ng et al. [1], Fig.5&6

St.8; Elevated posterior midgut invagination.
St.9; Dorsal epidermis, mesectoderm,
supra and subesophageal ganglia, brain
St.13; epidermal.

mira 20 Maternal. Shen et al. [2], Fig 2.
Blastoderm. Ikeshima-Kataoka et al. [3], Fig 2.a
St.8; procephalic ventral neurectoderrm.
St.10; ventral nerve cord, brain,
posterior midgut.
St.13; brain and CNS.

rost 23 Maternal. Paulat et al. [4], Fig.3
Blastoderm,
(Northern + statement, no image of blastoderm)
St.12: lateral and dorsal head, mesoderm.

BicD 34 Maternal. Ubiquitous. Suter et al. [5], Fig.4
Fades by end of blastoderm.
St.13; mesoderm and ventral midline.

hth 35 Blastoderm. Kurant et al. [6], Fig.5
St.6-7; ectoderm NOT procephalic Rieckhof et al. [7], Fig.7
(posterior to cephalic furrow).
St.10-11; clypeolabrum, mandibular, labial. Nagao et al. [8], Fig.1
St.14; CNS.

spi 47 Maternal. Rieckhof et al. [9] Fig.7
Blastoderm.
St.12; enriched in mesodem (ubiquitous).
St.13; enriched in brain and CNS) (ubiquitous).

emb 57 Maternal. Collier et al. [10], Fig.2
Ubiquitous.
Blastoderm.

Dl 66 Maternal. Haenlin et al. [11], Fig.5&6
Preblastoderm. Kooh et al. [12]
Blastoderm. Kopczynski et al. [13]
Procephalic and ventral neuroectoderm.

D 71 NO maternal. Russell et al. [14], Fig.3
Preblastoderm. Nambu et al. [15], Fig.5
Blastoderm.
Procepahlic and ventral neuroectoderm.

CycB 78 Maternal. Lehner et al. [16], Fig.4
continued on next page...
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Table 4 continued from previous page.
Gene Prediction Expression Reference
name Rank

Ubiquitous.
Decreasing.
St.8-9 Cephalic and ventral neuroectoderm

CycB3 103 Maternal. Jacobs et al. [17], Fig.4
Ubiquitous.
Blastoderm fading.
From St.7 cephalic and trunk mesoderm.

gmc 104 NO maternal. Jones et al. [18], Fig.2
St.5; Blastoderm anteriorventral patch. Bernardoni et al. [19], Fig.2& 3
St.7; Anterior cephalic furrow and
cephalic mesoderm analage
St.10; cephalic mesoderm.
St.10;glial precursors,
St.11; glia
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