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Figure S4. Novel motifs learned by PRIORITY-DN on 82 sequence-sets.
The motifs are ranked according to their p-values. The p-values are computed from
the normal distribution of scores learned on random sequence-sets with the same

cardinality.

*When we look for motifs with high significance, i.e. those having a p-value less than some
cutoff, we disregard motifs that resemble the yeast repeat TGTGTGTG or CACACACA. See text

for more details.

#The logos of the motifs were generated using the web based program called WebLogo by

Crooks et al. (2004).




