
Supplementary figure 2

Supplementary figure 2. Estimation of the number of piRNAs in intersection clusters. A graph of the predicted and current number of piRNAs in the 45 intersection clusters  (cluster intersection of datasets A, B, C). For graphing purposes the number of piRNAs in each cluster is divided by the length of the cluster representing piRNA coverage. Circles represent the current piRNA coverage by each of the datasets (A, green, B, magenta, C, orange). The cross markers represent the predicted piRNA coverage as estimated from the three intersections of the three datasets : A-B. A-C, B-C. Horizontal lines are the mean of each dataset or approximation. The estimate suggests that 5%-6% of the cluster positions are potential sites of piRNAs corresponding to ~190,000 (+/- 30,000) piRNAs in the mouse genome. 
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