Table S3 The percentage of alignments or gene models with a “valid” code assignment

	Source gene
	Mouse mRNA
	Mouse mRNA
	Mouse mRNA

	Target genome
	Mouse genome
	Human genome
	Dog genome

	Mapping method
	Raw BLAT alignment
	Gene model by TransMap
	Gene model by TransMap

	% with a “valid” code assignment
	85%
	77%
	68%


The code assignments are generated using the TransMap gene model evaluation routine.
