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Distance of genes from an origin of replication

  Data about the positions of origins of replication (ARS) and the beginning/end of each gene was taken from [20]. The distance of a gene from an origin of replication is defined as the minimal distance of one of the gene's ends from an origin of replication.  If there is an origin of replication between the two ends of a gene, the distance is defined as zero.

Coherency of expression levels of proteins that are part of the same complex after removing the effect of mRNA

Let  up and vp denote two vectors of protein abundance or predicted protein abundance measurements generated as described in the Methods, and let um and vm denote the corresponding vectors of mRNA measurements; let C(x,y|z) and P(x,y|z) denote the partial Spearman correlation and corresponding p-value of x and y given z.

For evaluating the correlation between protein abundance, and predicted protein abundance after removing the effect of mRNA level we used (C(up, vp | um) + C(up, vp | vm)  )/2 for the partial correlation, and (P(up, vp | um) + P(up, vp | vm)  )/2  for a corresponding p-value (in all cases C(up, vp | um) was similar to C(up, vp | vm), and P(up, vp | um) was similar to P(up, vp | vm).

