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Table S2


	Table S2: List of distance constraints obtained from the Gaussian fit to inter-residue distance distribution.

	Gaussian fit results of distances (Å)
	Gaussian fit results of distances (Å)

	Index
	wild type FG domain
	mutant (F>A) FG domain
	Index
	wild type FG domain
	mutant (F>A) FG domain

	
	Phe
	Phe
	Center
	Width
	Ala
	Ala
	Center
	Width
	
	Phe
	Phe
	Center
	Width
	Ala
	Ala
	Center
	Width

	9
	13
	23
	13.8
	4.8
	13
	23
	13.9
	4.7
	16
	32
	112
	20.6
	10.6
	32
	112
	25.1
	11.1

	17
	13
	32
	17.2
	7.5
	13
	32
	20.8
	6.6
	18
	46
	59
	13.8
	4.4
	46
	59
	15.5
	5.6

	24
	13
	46
	19.4
	7.5
	13
	46
	27.2
	10.0
	19
	46
	71
	20.4
	7.7
	46
	71
	20.5
	10.0

	30
	13
	59
	20.8
	10.4
	13
	59
	25.3
	12.9
	20
	46
	84
	23.0
	9.3
	46
	84
	30.8
	10.0

	35
	13
	71
	21.6
	8.7
	13
	71
	20.2
	5.9
	21
	46
	93
	25.0
	7.9
	46
	93
	30.2
	14.2

	39
	13
	84
	17.6
	6.3
	13
	84
	14.9
	6.0
	22
	46
	103
	25.9
	6.8
	46
	103
	31.5
	10.9

	42
	13
	93
	16.2
	9.5
	13
	93
	17.9
	4.9
	23
	46
	112
	25.5
	7.0
	46
	112
	30.4
	10.8

	44
	13
	103
	16.0
	5.9
	13
	103
	15.7
	6.1
	25
	59
	71
	14.5
	5.6
	59
	71
	15.7
	6.4

	45
	13
	112
	16.2
	6.0
	13
	112
	18.0
	7.1
	26
	59
	84
	18.0
	5.6
	59
	84
	25.3
	8.4

	1
	23
	32
	15.0
	6.9
	23
	32
	14.3
	3.3
	27
	59
	93
	23.4
	9.2
	59
	93
	26.1
	14.1

	2
	23
	46
	20.4
	8.0
	23
	46
	22.1
	5.7
	28
	59
	103
	27.9
	9.8
	59
	103
	28.7
	8.4

	3
	23
	59
	21.4
	7.9
	23
	59
	21.6
	9.7
	29
	59
	112
	25.6
	15.8
	59
	112
	31.8
	13.4

	4
	23
	71
	20.2
	10.0
	23
	71
	21.4
	12.9
	31
	71
	84
	16.3
	10.2
	71
	84
	19.7
	7.1

	5
	23
	84
	20.5
	9.6
	23
	84
	24.1
	13.3
	32
	71
	93
	24.1
	8.8
	71
	93
	22.1
	9.8

	6
	23
	93
	20.8
	10.5
	23
	93
	21.9
	11.5
	33
	71
	103
	25.2
	9.1
	71
	103
	26.9
	9.6

	7
	23
	103
	19.8
	8.3
	23
	103
	18.4
	5.7
	34
	71
	112
	24.4
	10.4
	71
	112
	26.2
	9.6

	8
	23
	112
	20.6
	7.4
	23
	112
	21.9
	11.3
	36
	84
	93
	14.2
	4.7
	84
	93
	24.4
	4.3

	10
	32
	46
	16.0
	7.0
	32
	46
	17.4
	5.0
	37
	84
	103
	18.4
	9.9
	84
	103
	19.9
	8.8

	11
	32
	59
	16.5
	7.3
	32
	59
	21.5
	6.8
	38
	84
	112
	20.5
	9.3
	84
	112
	22.9
	9.4

	12
	32
	71
	20.8
	9.3
	32
	71
	23.8
	11.2
	40
	93
	103
	14.3
	5.7
	93
	103
	15.3
	3.6

	13
	32
	84
	19.7
	7.0
	32
	84
	28.3
	12.6
	41
	93
	112
	21.0
	7.2
	93
	112
	21.7
	4.6

	14
	32
	93
	22.3
	7.7
	32
	93
	26.1
	16.4
	43
	103
	112
	13.7
	3.6
	103
	112
	13.8
	3.9

	15
	32
	103
	24.0
	12.2
	32
	103
	23.7
	13.9
	 
	 
	 
	 
	 
	 
	 
	 
	 



