Thiele et al.: " Genome-scale reconstruction of E. coli's transcriptional and translational machinery: A knowledge-base and its mathematical formulation";
Table S1: This table lists the network protein components included in the ‘E-matrix’ reconstruction by the subsystem in which they are mainly involved.
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Iron-Sulfur Cluster IscA_mono(b2528, iscA), IscU_mono(b2529, iscU), IscS_mono(b2530, iscS)  3 0.013157895

mRNA degradation Eno_mono(b2779, eno), Pnp_mono(b3164, pnp), RhlB_mono(b3780, rhlB), Orn_mono(b4162, orn)  4 0.01754386

Protein Folding

DnaK_mono(b0014, dnaK), DnaJ_mono(b0015, dnaJ), GrpE_mono(b2614, grpE), GroS_mono(b4142, groS), 

GroL_mono(b4143, groL) 

5 0.021929825

Protein Maturation Map_mono(b0168, map), Def_mono(b3287, def)  2 0.00877193

Protein Modification PrmC_mono(b1212, prmC), AcT_EF-TU(AcT_EF-TU, N/A), MeT_EF-TU(MeT_EF-TU, N/A)  3 0.013157895

Ribosomal protein assembly Era_mono(b2566, era), YrdC_mono(b3282, yrdC), RimM_mono(b2608, rimM), RbfA_mono(b3167, rbfA) 4 0.01754386

Ribosomal protein 

modification

MeST_S12(MeST_S12, N/A), MeT_L16(MeT_L16, N/A), MeT_L33(MeT_L33, N/A), MeT_L7/L12(MeT_L7/L12, 

N/A), MeT_S11(MeT_S11, N/A), RimK_mono(b0852, rimK), RimJ_mono(b1066, rimJ), RimL_mono(b1427, 

rimL), PrmB_mono(b2330, prmB), RimI_mono(b4373, rimI), PrmA_mono(b3259, prmA)

11 0.048245614

RNA Processing

Rne_mono(b1084, rne), Rnt_mono(b1652, rnt), Rnd_mono(b1804, rnd), ElaC_mono(b2268, elaC), 

Rnc_mono(b2567, rnc), Rng_mono(b3247, rng), RnpA_mono(b3704, rnpA), RNase_m16(RNase_m16, N/A), 

RNase_m23(RNase_m23, N/A), RNase_m5(RNase_m5, N/A) , Rnb_mono(b1286, rnb)

11 0.048245614

rRNA Modification

RluA_mono(b0058, rluA), RumB_mono(b0859, rumB), RluC_mono(b1086, rluC), YmfC_mono(b1135, ymfC), 

RluB_mono(b1269, rluB), RrmA_mono(b1822, rrmA), RsuA_mono(b2183, rsuA), RluD_mono(b2594, rluD),  

RumA_mono(b2785, rumA), RrmJ_mono(b3179, rrmJ), RsmB_mono(b3289, rsmB), YjbC_mono(b4022, yjbC), 

RlmB_mono(b4180, rlmB), RsmC_mono(b4371, rsmC), KsgA_mono(b0051, ksgA), 

DU_23S_2449(DU_23S_2449, N/A), MeT_16S_1402(MeT_16S_1402, N/A), MeT_16S_1407(MeT_16S_1407, 

N/A), MeT_16S_1516(MeT_16S_1516, N/A), MeT_16S_527(MeT_16S_527, N/A), 

MeT_16S_966(MeT_16S_966, N/A), MeT_23S_1618(MeT_23S_1618, N/A), MeT_23S_1835(MeT_23S_1835, 

N/A), MeT_23S_1962(MeT_23S_1962, N/A), MeT_23S_2030(MeT_23S_2030, N/A), 

MeT_23S_2069(MeT_23S_2069, N/A), MeT_23S_2445(MeT_23S_2445, N/A), 

MeT_23S_2498(MeT_23S_2498, N/A), MeT_23S_2503(MeT_23S_2503, N/A) 

30 0.131578947

Transcription

NusB_mono(b0416, nusB), Mfd_mono(b1114, mfd), FliA_mono(b1922, fliA), RpoE_mono(b2573, rpoE), 

RpoS_mono(b2741, rpoS), RpoD_mono(b3067, rpoD), NusA_mono(b3169, nusA), GreA_mono(b3181, greA), 

RpoN_mono(b3202, rpoN), RpoA_mono(b3295, rpoA), GreB_mono(b3406, greB), RpoH_mono(b3461, rpoH), 

RpoZ_mono(b3649, rpoZ), Rho_mono(b3783, rho), NusG_mono(b3982, nusG), RpoB_mono(b3987, rpoB), 

RpoC_mono(b3988, rpoC), FecI_mono(b4293, fecI) 

18 0.078947368

Translation

RpsT_mono(b0023, rpsT), RpsB_mono(b0169, rpsB), Tsf_mono(b0170, tsf), Rrf_mono(b0172, rrf), 

Tig_mono(b0436, tig), InfA_mono(b0884, infA), RpsA_mono(b0911, rpsA), RpmF_mono(b1089, rpmF), 

PrfA_mono(b1211, prfA), Sra_mono(b1480, sra), RplT_mono(b1716, rplT), RpmI_mono(b1717, rpmI), 

InfC_mono(b1718, infC), RplY_mono(b2185, rplY), RplS_mono(b2606, rplS), RpsP_mono(b2609, rpsP), 

PrfB_mono(b2891, prfB), RpsU_mono(b3065, rpsU), RpsO_mono(b3165, rpsO), InfB_mono(b3168, infB), 

RpmA_mono(b3185, rpmA), RplU_mono(b3186, rplU), RpsI_mono(b3230, rpsI), RplM_mono(b3231, rplM), 

RplQ_mono(b3294, rplQ), RpsD_mono(b3296, rpsD), RpsK_mono(b3297, rpsK), RpsM_mono(b3298, rpsM), 

RpmJ_mono(b3299, rpmJ), RplO_mono(b3301, rplO), RpmD_mono(b3302, rpmD), RpsE_mono(b3303, rpsE), 

RplR_mono(b3304, rplR), RplF_mono(b3305, rplF), RpsH_mono(b3306, rpsH), RpsN_mono(b3307, 

rpsN),RplE_mono(b3308, rplE), RplX_mono(b3309, rplX), RplN_mono(b3310, rplN), 

67 0.293859649

RpsQ_mono(b3311, rpsQ), RpmC_mono(b3312, rpmC), RplP_mono(b3313, rplP), RpsC_mono(b3314, rpsC), 

RplV_mono(b3315, rplV), RpsS_mono(b3316, rpsS), RplB_mono(b3317, rplB), RplW_mono(b3318, rplW), 

RplD_mono(b3319, rplD), RplC_mono(b3320, rplC), RpsJ_mono(b3321, rpsJ), TufA_mono(b3339, tufA), 

FusA_mono(b3340, fusA), RpsG_mono(b3341, rpsG), RpsL_mono(b3342, rpsL), RpmG_mono(b3636, rpmG), 

RpmB_mono(b3637, rpmB), RpmH_mono(b3703, rpmH), RpmE_mono(b3936, rpmE), TufB_mono(b3980, 

tufB), RplK_mono(b3983, rplK), RplA_mono(b3984, rplA), RplJ_mono(b3985, rplJ), RplL_mono(b3986, rplL), 

RpsF_mono(b4200, rpsF), RpsR_mono(b4202, rpsR), RplI_mono(b4203, rplI), PrfC_mono(b4375, prfC)

tRNA charging

IleS_mono(b0026, ileS), YadB_mono(b0144, yadB), ProS_mono(b0194, proS), CysS_mono(b0526, cysS), 

LeuS_mono(b0642, leuS), GlnS_mono(b0680, glnS), SerS_mono(b0893, serS), AsnS_mono(b0930, asnS), 

TyrS_mono(b1637, tyrS), PheT_mono(b1713, pheT), PheS_mono(b1714, pheS), ThrS_mono(b1719, thrS), 

AspS_mono(b1866, aspS), ArgS_mono(b1876, argS), MetG_mono(b2114, metG), GltX_mono(b2400, gltX), 

HisS_mono(b2514, hisS), AlaS_mono(b2697, alaS), LysS_mono(b2890, lysS), Fmt_mono(b3288, fmt), 

TrpS_mono(b3384, trpS), GlyS_mono(b3559, glyS), GlyQ_mono(b3560, glyQ), SelB_mono(b3590, selB), 

SelA_mono(b3591, selA), Dtd_mono(b3887, dtd), LysU_mono(b4129, lysU), ValS_mono(b4258, valS) 

28 0.122807018

tRNA Modification

AcpT_tRNA_pos_47_acp3U(AcpT_tRNA_pos_47_acp3U, N/A), 

AcT_tRNA_pos_34_ac4C(AcT_tRNA_pos_34_ac4C, N/A), TilS_mono(b0188, tilS), QueA_mono(b0405, queA), 

Tgt_mono(b0406, tgt), ThiI_mono(b0423, thiI), YbbB_mono(b0503, ybbB), MiaB_mono(b0661, miaB), 

YccK_mono(b0969, yccK), TrmU_mono(b1133, trmU), YdaO_mono(b1344, ydaO), YecO_mono(b1870, yecO), 

YecP_mono(b1871, yecP), DusC_mono(b2140, dusC), TruA_mono(b2318, truA), TrmC_mono(b2324, trmC), 

TadA_mono(b2559, tadA), TrmD_mono(b2607, trmD), TruD_mono(b2745, truD), YqcB_mono(b2791, yqcB), 

QueF_mono(b2794, queF), YggJ_mono(b2946, yggJ), YggH_mono(b2960, yggH), TruB_mono(b3166, truB), 

DusB_mono(b3260, dusB), YheL_mono(b3343, yheL), YheM_mono(b3344, yheM), YheN_mono(b3345, yheN), 

YhhP_mono(b3470, yhhP), TrmH_mono(b3651, trmH), TrmE_mono(b3706, trmE), GidA_mono(b3741, gidA), 

TrmA_mono(b3965, trmA), DusA_mono(b4049, dusA), 

42 0.184210526

MiaA_mono(b4171, miaA),  EoR_tRNA_pos34_Q(EoR_tRNA_pos34_Q, N/A), 

HyL_tRNA_pos_34_ho5U(HyL_tRNA_pos_34_ho5U, N/A),  MeT_tRNA_pos_32_Cm(MeT_tRNA_pos_32_Cm, 

N/A),  MeT_tRNA_pos_32_Um(MeT_tRNA_pos_32_Um, N/A),  

MeT_tRNA_pos_37_m2A(MeT_tRNA_pos_37_m2A, N/A),   

MeT_tRNA_pos_37_m6A(MeT_tRNA_pos_37_m6A, N/A),  

MeT_tRNA_pos_37_m6t6A(MeT_tRNA_pos_37_m6t6A, N/A),  Up_tRNA_pos_37_t6A(Up_tRNA_pos_37_t6A, 

N/A)

Total number of proteins

228 1








