Supplementary Material

3(a). Distortion in backbone bonds during conformational transitions 

Figure S3. To monitor the possible distortion in backbone bonds along the transition pathways, the Cα-Cα bond lengths at intermediate states were calculated (for single subunit). The error bars indicate the standard deviations from average value. The average bond lengths and their standard deviations for various Fmin values with f = 0.2 are summarized in Table S.I. The Fmin in 0.5, 0.6 or 0.7 give almost the same average bond length, 3.81 ± 0.12 Å, which confirmed that the reconfigurations did not induce any unrealistic distortions in backbone bond lengths. 
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