Table S2: Detail of the 169 metagenomes used for the meta-analysis and their average genome
size estimated by GAAS. Accession numbers: CA, CAMERA Accession; GB, NCBI GenBank; GP,
NCBI Genome Project; GSS, NCBI Genome Survey Sequence; MG: MG-RAST Accession; SRA,

NCBI Short Read Archive.

Metagenome Type Biome Sub-biome |Microbial- | Accession Reference Est. avg.
name viral number genome

pairing length (kb)
AlaskanSoilFun |eukaryal | Terrestrial - - GP 28853 Allen et al., ISME |-
galEuk J., 2009 [1]
AlicanteSaltern | microbial | Aquatic Hypersaline |- GSS Legault et al., BMC | 3,190.26
Mic DU824018- Genomics 2006 [2]

DUB26964
AlvinellaWorm | microbial | Host- - - GP 17241 Grzymski et al., 2,351.67
Mic associated Proc. Nat. Acad.
Sci. USA 2008 [3]

AntarcticalLake |microbial | Aquatic Hypersaline |- GP 33179 - 1,657.26
Mic
ArcticMic microbial | Aquatic Ocean Arctic GP 29035 - 1,606.13

Ocean
ArcticVir2002 | viral Aquatic Ocean Arctic GP 17769 Angly et al., PLoS | 66.67

Ocean Biology 2006 [4]
BabyFecesSDVi | viral Host- - - GB ED651217- |Breitbart et al., Res. | -
r associated ED651693 Microbiol. 2008 [5]
BBCVir1996to2 | viral Aquatic Ocean - GP 17767 Angly et al., PLoS |42.75
004 Biology 2006 [4]
BearpawHotSpr | viral Aquatic Hot spring - GP 18929 Pride et al., BMC -
ingVir Genomics 2008 [6]
CheseapeakeBa | viral Aquatic Ocean Chesapeake | GP 16522 Bench et al., Appl. | 112.38
yVir Bay Environ. Microbiol.

2007 [7]

ChickenCecum |microbial | Host- - Chicken GP 28599 Qu A et al., PLoS 3,695.38
ClJejuniMic200 associated Cecum One, 2008 [8]
7
ChickenCecum |microbial | Host- - Chicken GP 28597 Qu A etal., PLoS -
UninfectedMic2 associated cecum One, 2008 [8]
007
ChickenRunting | viral Host- - Chicken GP 40783 - 39.77
StuntingMDna associated cecum
Vir2008
ChickenRunting | viral Host- - Chicken GP 40785 - 41.99
StuntingMRna associated cecum
Vir2008




ChickenRunting | viral Host- - Chicken GP 40787 - 31.10
StuntingPDnaV associated cecum
ir2008
ChickenRunting | viral Host- - Chicken GP 40789 - 6.93
StuntingPRnaVi associated cecum
r2008
ConPorCompH | microbial | Manipulated | - Control GP 28429 Vega Thurber et al., | 2,077.79
awMic200602 / Perturbed Pcomp Env. Mic. 2009 [9]
ConPorCompH | viral Manipulated |- Control GP 28417 Vega Thurber et al., | 19.90
awVir200602 / Perturbed Pcomp Proc. Nat. Acad.

Sci. USA 2008 [10]
DesertSoilJoshu | viral Terrestrial |- - GSS ER781257- | Fierer et al., Appl. |-
aTreeVir ER785833 Environ. Microb.

2007 [11]
DOCPorComp | microbial | Manipulated |- DOC GP 28433 Vega Thurber et al., |2,630.08
HawMic200602 / Perturbed Pcomp Env. Mic. 2009 [9]
DOCPorComp | viral Manipulated | - DOC GP 28421 Vega Thurber et al., | 28.61
VirHaw200602 / Perturbed Pcomp Proc. Nat. Acad.

Sci. USA 2008 [11]
FannLLIMic2005 | microbial | Aquatic Ocean Fanning GP 28367 Dinsdale et al., 2,638.17
0811 island PLoS One 2008

[12]
FannLIVir2005 |viral Aquatic Ocean Fanning GP 28369 Dinsdale et al., 152.09
0811 island PLoS One 2008

[12]
FishHealGutKe |microbial | Host- - Fish gut GP 28389 Dinsdale et al., 5,234.77
ntSTMic200605 associated Nature 2008 [13]
04
FishHealGutKe | viral Host- - Fish gut GP 28397 - -
ntSTVir200605 associated
04
FishHealSlimK | microbial | Host- - Fish slime |GP 28393 Dinsdale et al., 5,229.78
entSTMic20060 associated Nature 2008 [13]
504
FishHealSlimK | viral Host- - Fish slime | GP 28401 Dinsdale et al., 13.23
entSTVir20060 associated Nature 2008 [13]
504
FishMorGutKe |microbial | Manipulated |- Fish GP 28391 Dinsdale et al., 5,260.79
ntSTMic200605 / Perturbed Morbid Gut Nature 2008 [13]
04
FishMorGutKe | viral Manipulated | - Fish GP 28399 - -
ntSTVir200605 / Perturbed Morbid Gut
04
FishMorSlimKe | microbial | Manipulated |- Fish GP 28395 Dinsdale et al., 5,126.12
ntSTMic200605 / Perturbed Morbid Nature 2008 [13]
04 Slime




FishMorSlimKe | viral Manipulated |- Fish GP 28403 Dinsdale et al., 31.57
ntSTVir200605 / Perturbed Morbid Nature 2008 [13]
04 Slime
GOMVir199%4to | viral Aquatic Ocean Gulf of GP 17765 Angly et al., PLoS |61.04
2001 Mexico Biology 2006 [4]
GS000allMic |microbial | Aquatic Ocean Sargasso GP 13694 Venter et al., 5,465.57
Sea Science 2004 [14]
GS000al3Mic | microbial | Aquatic Ocean Sargasso GP 13694 Venter et al., 5,465.57
Sea Science 2004 [14]
GS000b11Mic |microbial | Aquatic Ocean Sargasso GP 13694 Venter et al., 1,948.84
Sea Science 2004 [14]
GS000b13Mic | microbial | Aquatic Ocean Sargasso GP 13694 Venter et al., 1,948.84
Sea Science 2004 [14]
GS000cMic microbial | Aquatic Ocean Sargasso GP 13694 Venter et al., 2,292.36
Sea Science 2004 [14]
GS000dMic microbial | Aquatic Ocean Sargasso GP 13694 Venter et al., 1,599.07
Sea Science 2004 [14]
GS001aEuk eukaryal | Aquatic Ocean - GP 13694 Venter et al., [14] 24,690.91
Science 2004
GS001bEuk eukaryal | Aquatic Ocean - GP 13694 Venter et al., 6,921.47
Science 2004 [14]
GSO011Mic microbial | Aquatic Ocean - GP 13694 Rush et al., PLoS 1,543.51
Biol. 2007 [15]
GS012Mic microbial | Aquatic Ocean Chesapeake | GP 13694 Rush et al., PLoS 1,658.76
Bay Biol. 2007 [15]
GS016Mic microbial | Aquatic Ocean Gulf of GP 13694 Rush et al., PLoS 1,564.53
Mexico Biol. 2007 [15]
GS020Mic microbial | Aquatic Ocean - GP 13694 Rush et al., PLoS 2,896.19
Biol. 2007 [15]
GS023Mic microbial | Aquatic Ocean - GP 13694 Rush et al., PLoS 1,671.19
Biol. 2007 [15]
GS025Euk eukaryal | Aquatic Ocean - GP 19735 Rush et al., PLoS 895.31
Biol. 2007 [15]
GS034Mic microbial | Aquatic Ocean - GP 13694 Rush et al., PLoS 2,002.14
Biol. 2007 [15]
GS048aMic microbial | Aquatic Ocean - GP 13694 Rush et al., PLoS 1,718.17
Biol. 2007 [15]
GS048bEuk eukaryal | Aquatic Ocean - GP 13694 Rush et al.,, PLoS | 691.96
Biol. 2007 [15]
GS108bEuk eukaryal | Aquatic Ocean - GP 13694 - 686.97
GS110bEuk eukaryal | Aquatic Ocean - GP 13694 - 935.95
GS112bEuk eukaryal | Aquatic Ocean - GP 13694 - 782.20
GS117bEuk eukaryal | Aquatic Ocean - GP 13694 - 765.82




GS122bEuk eukaryal | Aquatic Ocean - GP 13694 - 719.78
GutlessWormM | microbial | Host- - - GB Woyke et al., 522.88
ic associated AASZ01000000 | Nature 2006 [16]
HBCStromBaha | microbial | Aquatic Microbialites | Bahamas | GP 28383 Dinsdale et al., 4,125.02
masMic2005011 Nature 2008 [13]
1
HBCStromBaha | viral Aquatic Microbialites | Bahamas GP 28381 Desnues et al., 4.63
masVir2005011 Nature 2008 [17]
1
HealSputRep3S | viral Host- - - GP 28439 Dinsdale et al., -
DVir20060707 associated Nature 2008 [13]
HighSalternSD | microbial | Aquatic Hypersaline |High GP 28453 Dinsdale et al., 3,407.29
bayMic2005112 saltern SD Nature 2008 [13]
8 200511
HighSalternSD | microbial | Aquatic Hypersaline |High GP 40795 - 3,275.39
bayMicD20040 saltern SD
7
HighSalternSD | viral Aquatic Hypersaline |High GP 28457 Dinsdale et al., 51.73
bayVir20051116 saltern SD Nature 2008 [13]
HighSalternSD | viral Aquatic Hypersaline |High GP 28451 Dinsdale et al., 267.95
bayVir20051128 saltern SD Nature 2008 [13]
200511

HighSalternSD | viral Aquatic Hypersaline |High GP 28447 Dinsdale et al., -
bayVir2005120 saltern SD Nature 2008 [13]
7
Hot10Mic20021 | microbial | Aquatic Ocean - GSS DeLong et al., 1,838.16
007 DU731018- Science 2006 [18]

DU796676,

DU800850-

DU800864
Hot130Mic2002 | microbial | Aquatic Ocean - GSS DeLong et al., 3,849.65
1006 DU731018- Science 2006 [18]

DU796676,

DU800850-

DU800864
Hot200Mic2002 | microbial | Aquatic Ocean - GSS DeLong et al., 1,868.80
1006 DU731018- Science 2006 [18]

DU796676,

DU800850-

DU800864
Hot4000Mic20 |microbial | Aquatic Ocean - GSS DeLong et al., 3,664.53
031221 DU731018- Science 2006 [18]

DU796676,

DU800850-

DU800864
Hot500Mic1002 | microbial | Aquatic Ocean - GSS DeLong et al., 3,981.13
1006 DU731018- Science 2006 [18]




DU796676,

DU800850-

DU800864
Hot70Mic20021 | microbial | Aquatic Ocean - GSS DeLong et al., 2,157.18
007 DU731018- Science 2006 [18]

DU796676,

DU800850-

DU800864
Hot770Mic2003 | microbial | Aquatic Ocean - GSS DeLong et al., 2,597.30
1221 DU731018- Science 2006 [18]

DU796676,

DU800850-

DU800864
HumanFecesSD | viral Host- - - GSS Breitbart et al., J. -
Vir associated CC820769- Bacteriol. 2003 [19]

CC821300
Kingl.IMic200 |microbial | Aquatic Ocean Kingman |GP 28343 Dinsdale et al., 2,911.81
50821 island PLoS One 2008

[12]
KingL.IVir2005 | viral Aquatic Ocean Kingman |GP 28345 Dinsdale et al., 154.43
0821 island PLoS One 2008
[12]

LeanMouseCec | microbial | Host- - - GP 17401 Turnbaugh et al., 3,144.82
umMic2005 associated Nature 2006 [20]
LowSalternSDb | microbial | Aquatic Hypersaline |Low saltern | GP 28359 Dinsdale et al., 4,564.80
ayMic200407 200407 Nature 2008 [13]
LowSalternSDb | microbial | Aquatic Hypersaline |Low saltern | GP 28461 Dinsdale et al., 1,664.29
ayMic20051128 200511 Nature 2008 [13]
LowSalternSDb | viral Aquatic Hypersaline |Low saltern | GP 28353 Dinsdale et al., 67.90
ayVir200407 200407 Nature 2008 [13]
LowSalternSDb | viral Aquatic Hypersaline |- GP 28373 Dinsdale et al., 92.07
ayVir20051110 Nature 2008 [13]
LowSalternSDb | viral Aquatic Hypersaline |Low saltern | GP 28455 Dinsdale et al., 64.41
ayVir20051128 200511 Nature 2008 [13]
MarineBacterio |eukaryal | Aquatic Ocean - CA Hewson et al., 804.70
planktonS35131 BACTERIOPL | Limnol Oceanogr
Euk ANKTON_SM [2009 [21]

PL_S_35131
MarineBacterio |eukaryal | Aquatic Ocean - CA Hewson et al., 741.86
planktonS35139 BACTERIOPL | Limnol Oceanogr
Euk ANKTON_SM |2009 [21]

PL_S_35139
MarineBacterio |eukaryal | Aquatic Ocean - CA Hewson et al., 809.65
planktonS35147 BACTERIOPL | Limnol Oceanogr
Euk ANKTON_SM [2009 [21]

PL_S_35147




MarineBacterio |eukaryal | Aquatic Ocean - CA Hewson et al., 971.31
planktonS35155 BACTERIOPL |Limnol Oceanogr
Euk ANKTON_SM |2009 [21]

PL_S_35155
MarineBacterio |eukaryal |Aquatic Ocean - CA Hewson et al., 1,055.38
planktonS35163 BACTERIOPL |Limnol Oceanogr
Euk ANKTON_SM [2009 [21]

PL_S_35163
MarineBacterio |eukaryal | Aquatic Ocean - CA Hewson et al., 779.40
planktonS35171 BACTERIOPL |Limnol Oceanogr
Euk ANKTON_SM [2009 [21]

PL_S_35171
MarineBacterio |eukaryal | Aquatic Ocean - CA Hewson et al., 864.10
planktonS35179 BACTERIOPL |Limnol Oceanogr
Euk ANKTON_SM [2009 [21]

PL_S_35179
MediterraneanB | eukaryal | Aquatic Ocean - GSS EI942868- | Martin-Cuadrado et | -
athypelagicEuk EI951915 al.,

PLoS ONE 2007
[22]
MedSalternSDb | microbial | Aquatic Hypersaline |Med saltern | GP 28377 Dinsdale et al., 4014.17
ayMic20051110 20051110 Nature 2008 [13]
MedSalternSDb | microbial | Aquatic Hypersaline | Med saltern | GP 28379 Dinsdale et al., 3,451.03
ayMic20051111 Nature 2008 [13]
MedSalternSDb | microbial | Aquatic Hypersaline | Med saltern | GP 28459 Dinsdale et al., 3,627.08
ayMic20051116 20051116 Nature 2008 [13]
MedSalternSDb | microbial | Aquatic Hypersaline | Med saltern | GP 28449 Dinsdale et al., 3,613.68
ayMic20051128 20051128 Nature 2008 [13]
MedSalternSDb | viral Aquatic Hypersaline | Med saltern | GP 28375 Dinsdale et al., 72.77
ayVir20051110 20051110 Nature 2008 [13]
MedSalternSDb | viral Aquatic Hypersaline | Med saltern | GP 28465 Dinsdale et al., 61.41
ayVir20051116 20051116 Nature 2008 [13]
MedSalternSDb | viral Aquatic Hypersaline | Med saltern | GP 28445 Dinsdale et al., 56.80
ayVir20051122 Nature 2008 [13]
MedSalternSDb | viral Aquatic Hypersaline | Med saltern | GP 28463 Dinsdale et al., -
ayVir20051128 20051128 Nature 2008 [13]
Mosq1SDVir20 |viral Host- - - GP 28413 Dinsdale et al., 4.39
060125 associated Nature 2008 [13]
Mosq2SDVir20 | viral Host- - - GP 28469 Dinsdale et al., 4.46
60606 associated Nature 2008 [13]
Move858Vir viral Aquatic Ocean Chesapeake | GP 13694 Rush et al., PLoS -
Bay Biol. 2007 [15]

MushroomHotS | microbial | Aquatic Hot spring |- GP 20953 Bhaya et al., ISME |2,966.33
pringMic J., 2007 [23]
Norm3LungVir |viral Host- - - GP 39545 Willner et al., PLoS | 61.23




20080407 associated ONE 2009 [24]
Norm4LungVir | viral Host- - - GP 39545 Willner et al., PLoS | 20.51
20080407 associated ONE 2009 [24]
Norm5LungVir | viral Host- - - GP 39545 Willner et al., PLoS | 57.05
20080407 associated ONE 2009 [24]
Norm6LungVir | viral Host- - - GP 39545 Willner et al., PLoS |49.29
20080407 associated ONE 2009 [24]
Norm7LungVir |viral Host- - - GP 39545 Willner et al., PLoS | 58.24
20080407 associated ONE 2009 [24]
NutPorCompHa | microbial | Manipulated | - Nutrient GP 28437 Vega Thurber et al., | 2,083.43
wMic200602 / Perturbed Pcomp Env. Mic. 2009 [9]
NutPorCompHa | viral Manipulated |- Nutrient GP 28425 Vega Thurber et al., | 26.50
wVir200602 / Perturbed Pcomp Proc. Nat. Acad.

Sci. USA 2008 [10]
OctopusHotSpri | microbial | Aquatic Hot spring | Yellowston | GP 20953 Bhaya et al., ISME | 3,006.73
ngMic e Octopus J., 2007 [17]

OctopusHotSpri | viral Aquatic Hot spring Yellowston | GP 20821 Pride et al., BMC -
ngVir e Octopus Genomics 2008 [6]
OxMinZoneVir | viral Aquatic Ocean - GP 40793 - -
200806-200

OxMinZoneVir | viral Aquatic Ocean - GP 40791 - 93.13
200806-90

PacificBeachSa |eukaryal |Terrestrial |- - GP 13729 Naviaux et al., Mar |-
ndEuk Ecol Prog Ser 2005

[25]

PalmLIMic200 |microbial | Aquatic Ocean Palmyra GP 28363 Dinsdale et al., 2,140.61
50818 island PLoS One 2008

[12]

PalmLIVir2005 |viral Aquatic Ocean Palmyra GP 28365 Dinsdale et al., 163.41
0818 island PLoS One 2008

[12]

PANoVectorsB | microbial | Host- - - GP 28371 Wegley et al., Env. |3,236.71
ocasMic200509 associated Mic. 2007 [26]

21

PAStromBaham | microbial | Aquatic Microbialites | Pozas GP 28385 Dinsdale et al., 4,504.51
asMic20050722 Nature 2008 [13]
PAStromCCMe | viral Aquatic Microbialites | Pozas GP 28355 Desnues et al., 17.26
xVir20050722 Nature 2008 [17]
PeruvianCoastal | microbial | Aquatic Ocean - SRA 001015 Biddle et al., Proc. |2,521.81
MarginMic Nat. Acad. Sci.

USA 2008 [27]
pHPorCompHa | microbial | Manipulated |- pH Pcomp | GP 28435 Vega Thurber et al., |2,178.71
wMic200602 / Perturbed Env. Mic. 2009 [9]
pHPorCompHa | viral Manipulated |- pH Pcomp |GP 28423 Vega Thurber et al., | 39.92




wVir200602 / Perturbed Proc. Nat. Acad.

Sci. USA 2008 [10]
PrarieSoilKonz | viral Terrestrial - - GSS ER781257- | Fierer et al., Appl. |-
aVir ER785833 Environ. Microb.

2007 [11]
PrePondKentST | microbial | Aquatic Fresh water | Kent GP 28407 Dinsdale et al., 4,049.11
Mic20060504 SeaTech Nature 2008 [13]

Pre 200605
PrePondKentST | viral Aquatic Fresh water | Kent GP 28411 Dinsdale et al., 47.00
Vir20060504 SeaTech Nature 2008 [13]
Pre 200605

RainforestSoilP | viral Terrestrial - - GSS ER781257- | Fierer et al., Appl. |-
eruVir ER785833 Environ. Microb.

2007 [11]
RicePaddySoil |viral Terrestrial - - GP 20811 Kim et al., Appl. -
Vir Environ. Microb.

2008 [28]
RMStromCCM | microbial | Aquatic Microbialites | Mexico GP 28351 Dinsdale et al., 5,061.41
exMic20050722 Nature 2008 [13]
RMStromCCM | viral Aquatic Microbialites | Mexico GP 28357 Desnues et al., 50.27
exVir20050722 Nature 2008 [13]
Rumen640FMic | microbial | Host- - - GP 28607 Dinsdale et al., 3,331.03
20051215 associated Nature 2008 [13]
Rumen710FMic | microbial | Host- - - GP 28609 Dinsdale et al., 2,938.60
20051215 associated Nature 2008 [13]
Rumen80FMic?2 | microbial | Host- - - GP 28605 Dinsdale et al., 1,867.34
0051215 associated Nature 2008 [13]
SaltonSeal Vir2 | viral Sediments - Salton Sea |GP 28613 Dinsdale et al., 88.67
0060823 Nature 2008 [13]
SaltonSea2Vir2 |viral Sediments - Salton Sea | GP 28613 Dinsdale et al., 82.61
0060823 Nature 2008 [13]
SaltonSeaMic2 | microbial | Sediments - Salton Sea |GP 28613 Dinsdale et al., 3,806.14
0060823 Nature 2008 [13]
SARVir200506 | viral Aquatic Ocean Sargasso GP 17771 Angly et al., PLoS | 19.95
30 Sea Biology 2006 [4]
SeawaterMissio | viral Aquatic Ocean - GSS Breitbart et al., -
nBaySDVir BH898061- Proc. Nat. Acad.

BH898933 Sci. USA 2002 [29]
SeawaterScripp | viral Aquatic Ocean - GSS Breitbart et al., -
sSDVir AY079522- Proc. Nat. Acad.
AY080585 Sci. USA 2002 [29]

SedimentsMissi | viral Sediments - - GB CC821301- |Breitbart et al., -
onBaySDVir CC822456 Proc. R. Soc. B.

2004 [30]
SkanBayAlaska | viral Aquatic Ocean - GP 28619 Dinsdale et al., -




Vir20060927

Nature 2008 [13]

SoilCC1Mic microbial | Terrestrial - - MG 4441690.3 |- 6,063.12
SoilCP1Mic microbial | Terrestrial - - MG 4441689.3 |- 5,927.76
SoilCP3Mic microbial | Terrestrial - - MG 4441691.3 |- 5,776.93
SoilHF1Mic microbial | Terrestrial - - MG 4441642.3 |- 5,887.77
SoilKP1Mic microbial | Terrestrial - - MG 4441994.3 |- 5,952.04
SoilKP3Mic microbial | Terrestrial - - MG 4441643.3 |- 5,777.56
SoilKW1Mic microbial | Terrestrial - - MG 4441664.3 |- 5,741.19
SoilKW2Mic microbial | Terrestrial - - MG 44416914 |- 5,766.49
SoilLF1Mic microbial | Terrestrial - - MG 4442455.3 |- 6,181.55
SoilLF2Mic microbial | Terrestrial - - MG 4441644.3 |- 6,131.82
SoilSJ1Mic microbial | Terrestrial - - MG 44415573 |- 5,995.31
SoilSJ2Mic microbial | Terrestrial - - MG 4441645.3 |- 5,974.06
SoilTF1Mic microbial | Terrestrial - - MG 4441688.3 |- 6,119.44
SoilTF2Mic microbial | Terrestrial - - MG 4442452.3 |- 6,312.57
SoilWF1Mic microbial | Terrestrial - - MG 4441556.3 |- 5,812.88
SoilWF2Mic microbial | Terrestrial - - MG 4441665.3 |- 5,632.30
Soil YN1Mic microbial | Terrestrial - - MG 4442453.3 |- 5,960.67
Soil YN2Mic microbial | Terrestrial - - MG 44416873 |- 5,899.56
SouthChinaSea | microbial | Sediments - - GP 33581 - 4,941.46
SedimentsMic
TOPortComHa | microbial | Host- - Coral tissue | GP 28427 Vega Thurber et al., | 3,618.00
wMic20060223 associated P. Env. Mic. 2009 [9]

compressa
TOPortComHa | viral Host- - Coral tissue | GP 28415 Vega Thurber et al., |43.07
wVir20060223 associated P. Proc. Nat. Acad.

compressa Sci. USA 2008 [10]
TempPorComp | microbial | Manipulated |- Temperatur | GP 28431 Vega Thurber et al., | 4,560.68
HawMic200602 / Perturbed e Pcomp Env. Mic. 2009 [9]
TempPorComp | viral Manipulated |- Temperatur | GP 28419 Vega Thurber et al., | 30.80
HawVir200602 / Perturbed e Pcomp Proc. Nat. Acad.

Sci. USA 2008 [10]

TilPondKentST | microbial | Aquatic Fresh water | Kent GP 28387 Dinsdale et al., 4,204.22
Mic200511 SeaTech Nature 2008 [13]

Tpond

200511
TilPondKentST | microbial | Aquatic Fresh water | Kent GP 28405 Dinsdale et al., 4,007.80
Mic20060504 SeaTech Nature 2008 [13]

Tpond

200605
TilPondKentST | microbial | Aquatic Fresh water | Kent GP 28603 Dinsdale et al., 4,689.22




Mic200608 SeaTech Nature 2008 [13]

Tpond

200608
TilPondKentST | viral Aquatic Fresh water | Kent GP 28409 Dinsdale et al., 34.45
Vir20060504 SeaTech Nature 2008 [13]

Tpond

200605
TilPondKentST | viral Aquatic Fresh water | Kent GP 28601 Dinsdale et al., 51.03
Vir200608 SeaTech Nature 2008 [13]

Tpond

200608
TpondKentSTV | viral Aquatic Fresh water | Kent GP 28361 Dinsdale et al., 35.71
ir200511 SeaTech Nature 2008 [13]

Tpond

200511
WasecaFarmSoi | microbial | Terrestrial - - GP 13699 Tringe SG et al., 5,350.40
IMic Science, 2005 [31]
XmasLIMic200 | microbial | Aquatic Ocean Christmas | GP 28347 Dinsdale et al., 3,483.52
50805 island PLoS One 2008

(12]
XmasLIVir200 |viral Aquatic Ocean Christmas | GP 28349 Dinsdale et al., 158.48
50805 island PLoS One 2008
[12]
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