
Table S1. Mitochondrial energetics and ROS-induced-ROS-release model equations. 

S1.1. Mitochondrial membrane potential (m) 
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S1.2. Energy metabolites mass balance equations 
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S1.3. Tricarboxylic acid cycle reaction rates 
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S1.4. Oxidative phosphorylation reaction rates 
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S1.5. Mitochondrial Ca2+ uniporter and and Ca2+-Na+ exchanger rates 
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S1.6. ROS-induced-ROS-release rates 
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