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Parameter Description Min 

value 
Base 
value 

Max 
value Comment 

! 

k
a ,n
ECM  (min-1) Rate constant, N assembly 0.01  10 Varied; input to the model 

En Rac  protrusion coupling  100  Arbitrarily >> 1 (strong effect) 
Kv Saturation of protrusion velocity  1  Max protrusion requires r >> 1 
In S  protrusion inhibition 0  10 Varied over a broad range 

kd,n (min-1) Rate constant, basal N turnover  0.1  Arbitrary; same value as kd,s 
Cn Protrusion  N turnover coupling  20  Max turnover Cnkd,n ≈ 2 min-1; ref. [1] 

ka,s (min-1) Rate constant, basal S growth  0.01  Arbitrarily << kd,s 
Es Myosin  S growth coupling 0  100 Varied over a broad range 

kd,s (min-1) Rate constant, S disassembly  0.1  Time scale ~ 10 min.; ref. [1] 
Cs Protrusion  S convection 1 10 100 Same order of magnitude as Cn 

kd,m (min-1) Rate constant, M deactivation  4  Arbitrarily fast (same as kd,r) 
kd,x (min-1) Rate constant, X dephosphorylation  10  Arbitrarily fast 

Kx Saturation of phospho-paxillin  1  Not saturated when p ~ 1 
p0 Basal paxillin phosphorylation  0.01  Arbitrarily << 1 

kd,r (min-1) Rate constant, Rac deactivation  4  Fixed from ref. [2] 
kd,p (min-1) Rate constant, PAK deactivation  10  Arbitrarily fast 

Kp Saturation of PAK activation  1  Not saturated when r ~ 1 
N* Scaling factor, N 1 3 10 Stochastic models; varied 
Km Amplification factor, S  Myosin  10  Stochastic models; see main text 
Kr Amplification factor, Paxillin  Rac  10  Stochastic models; see main text 

Dr (µm2/min) Mobility coefficient, Rac  15  Next subvolume model; fixed from ref. [2] 
 
Table S1.  Model parameters. 
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