
Table S1

Parameters Units Values
kpbgP µM/min 0.05
k−pbgP min−1 0.1
kPmrD µM/min 10
k−PmrD min−1 0.1

kc 1/(min·µM) 5
k−c min−1 0.5

kPmrA µM/min 0.05
k−PmrA min−1 0.1
kp min−1 0.05
k−p min−1 1.9
K1 (µM)−2 1
K2 (µM)−2 1
K3 (µM)−2 1

Table S1: Parameters used in the simulation of the polymyxin B resistance model. The

values of kp and k−p correspond to kmax
p = 1, kmax

−p = 2, and f = 0.05 in [1], a case of mild activation

from the second input.
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