
Supporting Figure 7: Estimated number of pas-

sively replicated origins in dependence of the co-

herence of origin firing.
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The number of passively replicated origins (also called dormant origins) increases
with a prolonged duration of origin firing, that is a decreasing coherence between
origin firing events. The number of dormant origins was calculated under the as-
sumption that all 190 early origins considered here are positioned in the genome
in one big connected cluster. The estimated number of dormant origins represents
an average over 1000 calculations, each performed with varying distances between
neighboring origins, which are randomly picked from the measured distribution of
inter-origin-distances (Lengronne et al., 2001), as well as varying firing times, which
are randomly picked from the firing rate derived from the mathematical model (Fig-
ure 1B of the main text).


