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Figure S8: These figures show the yeast and human nucleosome patterns for A, AA, and AAA. Note that
these yeast patterns still contain the MNase artifact, which was most apparent in the A pattern. The Pearson
correlation coefficients for each yeast pattern and the corresponding human pattern are: A:0.77, AA:0.88,
and AAA:0.91, suggesting that the underlying oscillation which these patterns have in common plays a role
in positioning nucleosomes across species.


