Figure S8

[image: image1.png]50

SuUOIljoauuo?d Jo Jaquinu

real

control




Figure S8. Connections between igHTR within clusters supported by EST. Y-axis shows number of connections between two adjacent igHTR within a cluster supported by at least one human brain EST sequence. The igHTR are called connected if EST coordinates on the human genome overlap the coordinates of two adjacent igHTR by at least one nucleotide. Control shows the number of EST-supported connections within igHTR clusters of the same length and genomic organization as the real ones randomly placed within intergenic regions 1,000 times. Real shows the number of EST-supported connections within actual igHTR clusters. The box shows variation of simulated connection measurements and are drawn using function “bwplot” in R package “lattice” with no modification.

