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Figure S12. Codon Substitution Frequency (CSF) score in different types of regions. Distributions of CSF scores for igHTR (red – Human1, blue – Human2), annotated protein-coding genes (black), and annotated non-coding RNA (grey). Dashed line indicates the cutoff for discriminating coding of non-coding HTR at <5% false positive rate determined based on the distribution of CSF scores of annotated ncRNA (grey). 

