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Figure S15. Gene expression trees based on different measures of gene expression divergence. Shown are UPGMA trees based on different expression level/expression divergence measurements. The expression divergence measurements used (see Methods for details): (A) Gene expression levels, Euclidean distance, (B) Gene expression levels, Manhattan distance, (C) Z-transformed expression levels, Euclidean distance. The numbers show node’s reproducibility based on 1,000 bootstraps over genes.

