[Fit scenario [[1/p [bp] [A [Ar [bp] [

+1 nucleosome, all genes, Fig. 2A 177 13.7 1 1.5e-4
+1 nucleosome, genes larger 2000 bp, Fig. S4 172 13.5 7 2.8e-4
+1 nucleosome, all genes, fit of convoluted funct., Fig. 2B||175 13.6 (0) 1.1e-4

[-1 nucleosome, all genes, Fig. 4C [[(177) [(13.7) [-169 [[9-8e-5




