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Table S1. Duplication events t-test comparing the distribution of BLASTP hits for functional neighborhoods versus BLASTP hits for the rest of the genome.

	Organism
	95 % BLASTP identity
	98 % BLASTP identity

	
	 p-value
	p-value

	Homo sapiens
	0.81
	0.96

	Pan troglodytes
	0.17
	0.29

	Mus musculus
	0.68
	0.16

	Rattus norvegicus
	0.11
	0.22

	Danio rerio
	0.29
	0.3

	Caenorhabditis elegans
	0.003
	0.004

	Drosophila melanogaster
	0.03
	0.06

	Arabidopsis thaliana
	0.13
	0.21

	Gallus gallus
	0.06
	0.1








