Table S6:  Parameters to fit the power law distribution for drug connections in the TB-drugome.
	SMAP P-value cutoff
	k
	log(a)
	R2
	P-value

	1e-3
	-0.33166
	1.79364
	0.5737
	< 0.0001

	1e-4
	-0.43886
	1.93342
	0.5542
	< 0.0001

	1e-5
	-0.68233
	2.66039
	0.6540
	< 0.0001

	1e-6
	-0.96530
	3.12986
	0.7259
	< 0.0001

	1e-7
	-1.12010
	3.10865
	0.7202
	<0.0001


