Table S3. Prediction of large scale MADS interaction dataa

	Species
	Precision
	Recall
	F-score
	Seqid-based 

F-score

	Tomato
	0.59
	0.43
	0.50
	0.72

	Gerbera
	0.34
	0.85
	0.49 
	0.50


a Performance for MADS interaction datasets for tomato [1] and gerbera [2].
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