Table S4. Interaction prediction for SEP-homologs

	Species/Interactionsa
	Experimental interactionb
	Sequence similarity predictionb
	IMSS based predictionb

	Gerbera
	
	
	

	EST17F05-GRCD5CTD
	y
	n
	y

	EST21A03-GRCD5CTD
	y
	n
	y

	GRCD1-GRCD4CTD
	y
	n
	y

	GRCD2-GRCD4CTD
	y
	n
	y

	GRCD4CTD-GRCD4CTD
	y
	n
	y

	GRCD4CTD-GRCD5CTD
	y
	n
	y

	GRCD5CTD-GRCD5CTD
	y
	n
	y

	Tomato
	
	
	

	LeMADS1-RIN
	y
	n
	y

	RIN-TM29
	y
	n
	y

	TM29-TM4
	n
	y
	n

	Petunia
	
	
	

	FBP2-FBP22
	y
	n
	y

	pMADS3-FBP4
	n
	y
	n

	FBP23-FBP22
	n
	y
	n

	FBP23-FBP13
	n
	y
	n

	FBP13-FBP9
	n
	y
	n

	FBP13-FBP4
	n
	y
	n

	FBP4-pMADS4
	n
	y
	n


a Pairs of proteins for which at least one member of the pair is most similar to Arabidopsis SEP1 or SEP3 (in italics), and for which (non-)interaction is not correctly predicted based on sequence similarity but correctly predicted based on IMSS interaction motifs.

b “y” indicates interaction (experimental or predicted) and “n” indicates no interaction.

