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Figure S3

Fraction of random to real subnetworks vs. network score cutoff.   For a 
range of network score cutoffs (average normalized fold change), the cross-
species subnetwork discovery approach was run on the real differential 
expression values as well as on several random instances, where the 
differential expression data were shuffled with respect to the gene labels. At 
each parameter setting, the ratio of the number of subnetworks obtained from 
the random instances was measured relative to the number of real subnetworks 
(noise to signal ratio).  The parameters used for this experiment are clustering 
coefficient 0.1 and 0.2 for mouse and human respectively and > 0.15 for 
network score cutoff.


