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Evaluation of single species approach. The figures show the comparison of number of real subnetworks
to average of random subnetworks over multiple experiments (5), when the single species variant of the
network search algorithm was applied to the human and mouse expression data and functional linkage
networks. The number of subnetworks identified at increasingly network score criteria is indicated when
the algorithmwas appliedindependentlyto (A) mouse (clustering coefficient criterion > 0.2) and (B) human
(clustering coefficient criterion > 0.5).



