
 

Supplementary Table S3. Summary of Mus musculus microarray data  

Set 

Accession 

Number Description 

Number of 

Samples Reference 

1 GSE3653 Differentiation of mouse ESCs by DOX-induction of Ngn3 16 [1] 

2 GSE4189 siRNA knockdown of Pou5f1 and Nanog in mouse ESCs 14 [2] 

3 GSE13235 mESCs grown in low concentration of Nitric oxide 9 - 

4 GSE10210 Endothelial differentiation of mESCs 16 [3] 

5 GSE10806 Reprogramming mouse neural stem cells 11 [4] 

6 GSE9563 Differentiation of mESCs into embryoid bodies 30 [5] 

7 GSE11044 Differentiation of hematopoietic stem cells 6 [6] 

8 GSE10574 Eed knockdown in mESCs 2 [7] 

9 GSE10477 Conditional Pou5f1 Knockout in mESCs 3 [7] 

10 GSE10476 Ring1A\B double Knockout in mESCs 4 [7] 

11 GSE10534 Gata6 overexpression in mESCs 3 [7] 

12 GSE7528 CYP26A1 Knockout mESCs 18 [8] 

13 GSE8503 Dicer deficient mESCs 6 [9] 

14 GSE9760 Expanded CAG repeats augment differentiation of mESCs 12 [10] 

15 GSE6933 Unique Signature of Multipotent Adult Progenitor Cells 15 [11] 

16 GSE5671 mESCs-derived cardiac precusor cells 18 [12] 

17 GSE8128 Modeling insertinal mutagenesis in mESCs 9 [13] 

18 GSE7688 Genome wide mapping of active promoters in mESCs 5 [14] 

19 GSE10871 Dissecting reprogramming through genomic analysis 32 [15] 

20 GSE4307 Single cell expression data from mouse ICM 20 [16] 
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