Organism: D. melanogaster

platform: DrosGenome1

source: Gene Expression Ominbus (Raw CEL files)
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Organism: M. musculus

platform: Mouse430_2

source: Gene Expression Ominbus (Raw CEL files)
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Organism: C. elegans

platform: multiple

source: As used in [1], see “http://worm-tissue.princeton.edu/search/bib_array” for dataset description
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Organism: S. cerevisiae

platform: multiple

source: As used in [2], see “http://imperio.princeton.edu:3000/yeast/dataset_listing” for dataset description

Bedalov01

Boer05

Brauer05_batch1

Brauer05_batch2

Brem02_set1

Brem02_set2

Bro03

Bulik03

Caba05

CarmelHarel01

Carroll01

Causton01_acid

Causton01_peroxide

Chitikila02

Cho98

DeRisi97

Duvel03_delayedRap

Epstein00

Fleming99

Fry03

Gasch00_carbonSources

Gasch00_diamideTreatment

Gasch00_DTT_y13_

Gasch00_DTT_y14_

Gasch00_HS25_37

Gasch00_HSmild

Gasch00_HSto37

Gasch00_hypo_osmotic

Gasch00_Ndepletion

Gasch00_stationaryPhase_y12_

Gasch00_stationaryPhase_y14_

Hardwick00

Hughes00

Ideker01

Jelinsky00

Jin04

Leber04

Lyons00

Martin04

ORourke03

Pitkanen04

Primig00

Roberts00

Sabet04

Saldanha04_LeucineBatchChem

Saldanha04_PhosphateBatchChem

Saldanha04_SulfateBatchChem

Saldanha04_UracilBatchChem

Saldanha04_UraSulPhoLeuComp

Sapra04

Schawalder04

Segal03_HSkin82

Segal03_stationaryPhaseYPL230W

Shapira04

Spellman98_alphaFactor

Spellman98_elutriation

Tai05

Takagi05

Williams02_subA

Williams02_subB

Williams02_subC

Williams02_subD

Yoshimoto02_Ca

Yoshimoto02_Na

Yvert03_Brem05

1. Chikina MD, Huttenhower C, Murphy CT, Troyanskaya OG (2009) Global prediction of tissue-specific gene expression and context-dependent gene networks in Caenorhabditis elegans. PLoS Comput Biol 5: e1000417.

2. Hibbs MA, Hess DC, Myers CL, Huttenhower C, Li K, et al. (2007) Exploring the functional landscape of gene expression: directed search of large microarray compendia. Bioinformatics 23: 2692-2699.



