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Figure S2. Comparison between binding poses of predicted Nelfinavir and co-crystallized inhibitors after MD simulation for the four receptor tyrosine protein kinases, EGFR, IGF-1R, FGFR and EPHB4. Cyan ribbon represents backbone structure of protein kinase bound with co-crystallized inhibitors. Yellow ribbon represents backbone structure of protein kinase bound with Nelfinavir. Green sticks represent structure of co-crystallized inhibitors. Magenta sticks represent structure of Nelfinavir.  

