Table S2. Dynamic variables of the OLE network model.
	Symbol
	Species
	Initial condition (molec/cell)
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	Concentration of activated Oaf1p
	calculated (Table S1)
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	Concentration of activated Adr1p
	calculated (Table S1)
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	Concentration of activated Oaf3p
	calculated (Table S1)
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	Oaf1p-Pip2p heterodimer concentration
	calculated (Table S1)
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	Total concentration of Adr1p
	(rd,a/rd,a)pd,a, (Table S3)
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	Total concentration of Cta1p
	(rd,c/rd,c)pd,c, (Table S3)
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	Total concentration of Oaf1p
	(rd,o/rd,o)pd,o, (Table S3)
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	Total concentration of Oaf3p
	(rd,y/rd,y)pd,y, (Table S3)
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	Total concentration of Pip2p
	(rd,p/rd,p)pd,p, (Table S3)
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	mRNA concentration of ADR1
	3.78rd,a, (Table S3)
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	mRNA concentration of CTA1
	11.5rd,c, (Table S3)
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	mRNA concentration of OAF1
	3.0rd,o, (Table S3)
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	mRNA concentration of OAF3
	3.43rd,y, (Table S3)
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	mRNA concentration of PIP2
	2.13rd,a, (Table S3)
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