Figure S1. (top) The LFDE binding hotspot in the geometry of the 1TNOW
crystal structure. The backbone of F1546 forms a hydrogen bond with R250.
(bottom) In simulations of the RAD51-BRC5B complex lacking the RAD51 N-
terminus, the BRC5B C-terminus interferes with binding and R250 moves
away from the hotspot leading to a low binding free energy.



