
Figure S4.  Block averages of  two backbone inter-protein  hydrogen bonds  
(solid and dashed lines) in simulations of the interaction between RAD51 and  
the BRC repeats, compared to the 1N0W crystal structure. The backbone  
hydrogen bonds are  longer  in  the  BRC2A interaction  than  in  the  BRC4A  
interaction, which may be a result of the different binding modes observed.


