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Gene symbol it
Gene description _ hydroxyethyithiazole kinase
Locustay  CLIU_t33050
Genetype protein coding
RefSeq status  PROVISIONAL
Organism  Clostridiurn junadatiii DSM 13528 (strain: ATCC 49587, culture-collection: ATCC:49587. old-name: Clostiium liungdahlii ATCC 43567
Lineage Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium
= Genomic context AR
isolation source: chicken yard waste
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Genomic Sequence |NC_014328 thit v,

Gotonucleotide Graphics FASTA GenBank
3,609,933 3,612,464 (2,532 bases shown, positive strand)

A\ Fip Strands | @ @, i | gk

[EI0K 3610200 (3810400 (3810800 [3810800 (11K (3811200 (3611400

Open Fullview (<7

@ | *\ configure

[BEIEN0 100 (812K (3812200 361

Genes

it

¥P_003751453.1 e S — P_003781455.1

> hie2
Ve_o037s1452. 1 S ———— Ve_ooa7st4se. | EE T ——
0¥ 3610188.3610991 5 5
1| Yp_003781452.1: phosphomethylpyrinidine kinase @8]y seirnz-3611631 @)(0)y) sei1622-3612433
pitns7ol o T oo te (e 1P 07614531 hycrocyethyiazoe inase P_B03751454.1;tiamine.phosphte pyrophosphoryase
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