Figure S1. Performance of PocketFEATURE for predicting FAD-binding sites using
different queries

The two query sites are 1nhp that binds to an elongated FAD and 1fdr that binds to a
bent butterfly FAD. PocketFEATURE is able to identify FAD-binding sites by using a
query site that bind to a ligand in either an elongated or a bent butterfly shape.
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