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Fig. S1 Experimental observed and simulated isotopomer labeling patterns [M-57]+ in key proteinogenic amino acids. The standard error for GC-MS measurement was ~0.02. Area plot: dynamic isotopomer simulation (case 1: simulation without considering reaction reversibility; case 2: simulation considering reaction reversibility). Bar plot: comparison of experimental data to simulated isotopomer labeling patterns (case 1: without considering reaction reversibility; case 2: considering reaction reversibility).
