
Table S1. Human proteins that overlap with more than expected bacteria and viruses. 
Human proteins that overlap at the 9mer level with with a significantly large number of 
viruses or bacteria were analyzed using the on-line annotation analyzer DAVID [26,27]. 
For the 10 most enriched non-redundant annotation clusters, the category encompassing 
most proteins is shown. All categories were significantly enriched (p<0.0001).


