
Quartet Analysis
A: Yeasts only B: All Species Pairs
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Supplementary Figure 5: Average excess Schlicker-like Similarity measured from homologous gene pairs with GO annota-
tions backed by experimental evidence from publications with no common authors. The sampled gene pairs form quartets
with an ancient duplication and subsequent speciations. The quartets are sampled from A) the two yeast species only and
B) from all 13 analyzed species.


