
Additional analysis of data from Nehrt et. al

A: Biological process B: Cellular component C: Molecular function
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Supplementary Figure 16: Effect sequence on functional similarity after correcting for several biases for A) biological pro-
cess, B) cellular component and C) molecular function GO ontology. Homologs are taken from Nehrt et. al (2011), and
initial plots are computed on experimental GO annotations augmented with curated annotations having TAS or IC evidence
code.In the subsequent plots, we correct for author bias (only annotations from publications without common author), curator
effect (by only looking at experimental annotations), varying background and information content based similarity measure.


