a Mathematics of fragment-based calling

Pr{f, 1A} Pr{f,|B
Pr(f 167,y = LA PUATEY

where Pr{f1B}=
G,

i=ACG,T

{Pnf 1B, [ Prit, lf}}}

J=by.by

[1-p r=5 l-e b=f |
= Pr{bl f}=
Prlfupncs | B} 1 p/3  otherwise } bl { e/3  otherwise J

o

SNP genotype likelihood quality

e Fragment-based likelihoods ()
& Read-based likelihoods

1.0

09

08

07
1

06

Empirical accuracy based on OMNI genotype chip

05

I L) 1 T L) 1
05 0.6 0.7 08 0.9 1.0

Stated confidence in the genotype based on genotype likelihoods



