Table S3. Parameters for the transcriptional module

Model/ Parameters Value Unit Reference
Hogl Model
Olbogl 0.398 *1e+6 J-m’ Taken from [50]
B Hog! 0.2992 Taken from [50]
Vitogl 0.9626*1e+6 Jm’ Taken from [50]
Whiog 4.688%1e+3 Jm>mM! Taken from [50]
K Pbs 2 -1

pho 0.6537 s Taken from [50]

Pbs2 |
K depho 0.224 s Taken from [50]
K 7o9! 186.67 gt

pho . mM s Taken from [50]
Kd':‘;ﬂéppc 1.5%1e-3 s Taken from [50]
Kiﬁgglc 0.0125 s Taken from [50]
K;ggm 0.106 s Taken from [50]
Ki:f;glPPc 0.02 s Taken from [50]
K;gglppn 0.1179 s Taken from [50]
K (;g%éppn 0.0686 s Taken from [50]
KEYe 0.0875 mM-s™ Taken from [50]
K Eve 0.9357 mM-s™ Taken from [50]
KEYe 18.983 s Taken from [50]
Koo 8.333*le-5 s Taken from [50]
K She 4.938%*]e-4 s Taken from [50]

expl




K% 2.018%1e-7 pM-min™! Taken from [50]
K:lt 0.02 s Taken from [50]

KtY ! 1.489%1e-4 s Taken from [50]
Calcineurin Model

Cca 2.5%1e-6 mM s

dea 0.05 s Estimated from [25]
h Na cyt* 12 Estimated from [25,27]
h Na_ext* 2 Estimated from [25,27]
Kcaeyt™ 8.0%1e-6 mM s Estimated from [25,27]
Kcaext™ 2.4%1e-5 mM s Estimated from [25,27]
Kmc, ey 180.0 mM Estimated from [25,27]
Kmc, ext 500.0 mM Estimated from [25,27]
Keapr* 1.5%1e-5 mM s’

kena 1.0e+9 mM> s Estimated from [62]
KeNda 5.0¥1e-4 s! Estimated from [62]
Ken pprda™ 200.0 mM! ! Estimated from [63]
Cermt 7.866%1e-7 mM s

deen 4.1%1e-3 s

Kt * 0.1 s

Nrglp Model

Chirgl 4*1e-7 mM s’

dnirgl 7.5%1e-4 s Estimated from [64]




Knirg1 pr™ 5.25%1e-8 mM s’ Estimated from [34,65]
ENA1 Model

Cenal N ™ 1.5%1e-6 mM s Estimated from [33,60,66]
KmgnaiNegt ™ 1.143.0*%1e-4 mM Estimated from [34,65]
h ENAINrgl* 3

Kenatcra 4.5%]e-5 s Estimated from [27,33]
KeNa1Hogt* 1.5%1e-6 s Estimated from [27,33]
deNAImRNA* 0.00683 s Estimated from [66]
Ktgnal 0.0205 s

dpnal 1.33*1e-3 s Estimated from [64]

* The values of these parameters were adjusted during the model integration step such

that simulation results are consistent with experimental data.




