
 

 

 

 

 

 

 

 

 

 

Figure S1: (A) While we found 365 pathways in GBMs, 322 miRs in ovarian cancer and 

309 in breast cancer (FDR < 0.01), we observed large overlaps between these sets. (B) 

Focusing on overlapping pairs of important miRs and pathways that appeared in all 

cancer types considered, we observed a small overlap. 

 

 

 

 

 

Figure S2: In (A) we counted the number of pathways of each important miRs (IM), 

allowing us to find a logarithmic decay in such a frequency distribution. (B) In turn, we 

determined the number of IMs of each pathway, indicating an exponential decay in the 

corresponding frequency distribution.  
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