
 

 

Figure S3: In (A) we determined the enrichment of cancer miRs and differentially 

expressed miRs in groups of important miRs (IM) that have a certain number of pathways. 

Specifically, we observed that IMs with increasing number of pathways were enriched 

with literature curated cancer miRs as well as differentially expressed miRs (inset) in all 

cancer types considered. (B) In turn, we grouped pathways in sets that have at least a 

certain number of IMs. Determining the enrichment of differentially expressed pathways 

in such groups, we found that pathways with an increasing number of IMs tend to be 

differentially expressed.  
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