
 

 

Figure S5: (A) Focusing on our set of 99 overall important miRs (OIM), we indicated if 

such miRs were linked to differentially expressed pathways in ovarian cancer (peach 

boxes) and we observed a large cluster that corresponded to down regulated pathways 

(orange box). In (B) we calculated the change of expression correlation, !Z, for all pairs 

of OIMs in this cluster and the interacting leading edge genes in the corresponding 

pathways, indicating local peaks around !Z = ± 1.0 (dashed lines). In (C) we mapped all 

such interactions between OIMs and leading edge genes if they had a correlation change 

!! ! !!!.  
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