Table S2. Values of the simulated peak phases and period for the tested two-loop feedback model. For each model, the values base on the optimal parameter set chosen 
(see Methods).
	
	Peak phases in LL (h)
	

	Group I Models 
	kaiBC mRNA
	UKaiC
	PKaiC
	Period (h)

	HU+-HP-
	0.9
	24.4
	7.0
	24.8

	HT+-HU-
	19.5
	8.0
	17.2
	23.3

	HD+-HU-
	6.1
	18.5
	4.0
	22.3

	HS+-HU-
	14.5
	4.2
	9.7
	24.5

	HTD+-HU-
	13.0
	2.2
	10.8
	24.4

	HP+-HU-
	11.8
	1.4
	11.8
	25.2

	HU+-HT-
	6.7
	6.7
	14.5
	26.1

	HD+-HT-
	17.7
	18.0
	1.5
	24.6

	HS+-HT-
	7.7
	8.4
	19.6
	24.3

	HU+-HD-
	4.0
	3.8
	11.6
	24.1

	HT+-HD-
	12.2
	3.6
	10.1
	23.0

	HS+-HD-
	6.1
	4.3
	11.7
	24.9

	HU+-HS-
	2.4
	17.0
	22.5
	22.7

	HT+-HS-
	13.0
	4.0
	12.3
	24.4

	HD+-HS-
	9.3
	22.5
	7.5
	22.9

	HTD+-HS-
	8.4
	0.0
	7.6
	24.3

	HTD+-HSU-
	14.8
	5.4
	11.2
	22.4

	HT+-HSU-
	18.0
	8.1
	14.0
	24.6

	HD+-HSU-
	18.3
	5.9
	11.7
	21.7

	Group II Models 
	

	HU+-BP-
	12.2
	7.0
	13.6
	24.5

	HT+-BU-
	13.2
	6.6
	14.1
	24.4

	HD+-BU-
	8.8
	1.2
	7.7
	24.4

	HS+-BU-
	18.6
	1.3
	13.2
	23.7

	HTD+-BU-
	15.1
	12.1
	17.6
	24.4

	HP+-BU-
	14.3
	7.1
	13.1
	24.5

	HU+-BT-
	15.1
	14.2
	18.5
	19.3

	HD+-BT-
	12.1
	3.5
	10.7
	24.6

	HS+-BT-
	5.3
	11.3
	16.5
	19.2

	HU+-BD-
	10.1
	5.4
	14.2
	24.4

	HT+-BD-
	4.8
	19.4
	7.0
	23.5

	HS+-BD-
	19.5
	0.0
	8.0
	24.9

	HU+-BS-
	15.2
	9.4
	16.5
	24.4

	HT+-BS-
	7.5
	2.2
	7.8
	24.3

	HD+-BS-
	3.5
	21.7
	3.2
	24.2

	HTD+-BS-
	16.2
	9.9
	15.7
	23.8


