%
g —>  position of GWAS signal
x
Q |
d N i 1 :
= | ‘
1X
3 R—
i x
o , o %X
o x: %
X x ' %
X X Xy x
g | ?@& ¥ x x §§ E x i
T T T T T
50.4 50.6 50.8 51.0 51.2

Chr 16 position (Mb)

Figure S 1: Upper: pairwise LD (2) of the 100 candidate variants in NOD2 region in the exome sequencing data.
Lower: LD (r) between each candidate variant and the GWAS signal. Causal variants are marked in red color.



